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FIG. 1 



3H4 aa 541-599 

4D5 aa 529-625 

7C2 aa 22-53 

7F3 aa 22-53 



5_ jj 

ru 



3 . S 



O 
00 



# 












541 599 










4D5 










561 625 


100 

1 


200 

1 


300 

1 


400 

1 


500 600 

1 1 1 



3H4 epitope (SEQ ID NO: 8) 58 residues 

VEECRVI^GLPREYVNAMCLPCHPECQPQNGSWCFGPEMQCVACAHYKDPPFCV^ 

I I 

541 599 
4D5 epitope (SEQ ID NO: 9) (64 residues) 

LPCHPECQPQNGSVTCFGPEADQCVACAHYKDPPFCVARCPSGVKPDLSYMPIWKFPDEEGACQP 

I I 
561 625 



f 



1 MELAALCRWGLLLALLPPGAASTO VCTGTDMKLRLPA 
38 SPETHLDMLRHLYOGCOWOGNLELTYLPTNASLSFL 
75 ODIOEVOGYVLIAHNOVROVPLORLRIVRGTOLFEDN 
112 YALAVLDNGDPLNNTTPVTGASPGGLRELOLRSLTEI 
149 LKGGVL I ORNPOLC YODT I LWKD I FHKNNOL ALTL I D 
186 TNRSRA 

FIG. 2 



